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Introduction
Individuals may possess a single kidney as a result of various physiological and pathological conditions, such as congenital solitary kidney, obstruction of the unilateral for tumors. Structural and functional changes in the remaining kidney are important concerns for nephrologists. The remaining kidney frequently shows compensatory hypertrophy to satisfy the increased workload and maintain normal kidney function by means of remaining kidney is at greater risk of glomerular disease upon exposure to harmful stimuli. kidney, with adriamycin nephrosis worsened interstitial nephrosis and aggravated the effective means of understanding the biology and the progression of renal disease in the glomerulonephritis in China and is characterized by mesangial cell proliferation accompanied underlying mechanism is unclear. and analyzed. Moreover, a proteomics method was used to screen differentially expressed underlying the changes following unilateral nephrectomy. By comparing the proteomic in the regulatory mechanisms underlying progressive renal disease following unilateral nephrectomy, which may facilitate the development of novel therapeutic strategies for patients possessing a single kidney. during the entire process of nephritis, which plays a crucial role in disease progression. Three model. Therefore, these shared pathways exerted differential effects in the two models.
acids, butanoate metabolism, lysine degradation and tryptophan metabolism, were enriched progression after unilateral nephrectomy was evaluated. To explore the molecular mechanisms in the two models, a proteomics analysis of glomeruli was performed. Based on in the two models. These pathways regulated energy metabolism during the entire process in both models. The disturbance of glycolysis and valine, leucine and isoleucine energy metabolism can affect cell activities these pathways were different between the two models, which suggests different effects on cell activities.
The pathways unique to each model of unsaturated fatty acids and butanoate cytoskeleton regulation may contribute to activation of cell apoptosis and inhibition of cell proliferation during the pathogenesis of proximal tubular cells, whereas few studies have evaluated its expression in mesangial was abundant in glomeruli and mesangial its downregulation may be involved in mesangial proliferation inhibition and 
